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INTRODUCTION

Vibrio mimicus 1s a gram-negative bacterial pathogen distributing widely 1n both freshwater and estuarine environments. It 1s one of the most prevalent pathogens in

aquaculture, which could induce high mortality among aquatic animals, impeding healthy and sustainable development of aquaculture. Bacteria can be subject to multiple
environmental stresses during their life, including nutrient limitation, extreme temperature, osmotic concentrations, oxygen, copper stress and organic pollutants. Among them,
nutrient deficiency 1s the most common stress which microorganisms routinely encounter in natural ecosystems. It has been reported that Vibrio spp. can differentiate into the
viable but nonculturable (VBNC) state to maintain viability and survive several years 1in food deprived condition, which could contribute to the spreading of V. mimicus in the
environment and hazarding public health. A common feature of bacteria subjected to starvation 1s the ‘rounding up’ phenomenon, which cells become rounder and adopt a coccus
shape. In addition, the growth, survival rate, and pathogenicity were also reported to be reduced compared to the non-starved cells. These phenotypic signs induced by starvation
were found 1n Vibrio spp., but the response of V. mimicus in survival and pathogenicity under starvation stress are not clear.

This study assessed the potential of V. mimicus to survive under starvation stress and further investigated the changes in morphology, motility, and pathogenicity induced by
starvation. Besides, to reveal the molecular mechanism behind phenotypic changes, transcriptomic analyses between starved and wild cells were examined at the whole
transcriptional level. These results will shed new light on understanding of the stress response mechanisms of V. mimicus under starvation.

METHODS
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Figure 3 Biofilm production, virulence factors and pathogenicity of the starved strain

.
h, respectively.

» Consistent with the
wild strain, 4-week-

with minor modification (Arias et al., 2012). After 4-week starvation, the motility of V. mimicus
strain Y4 was measured as described previously (Xu et al., 2014).

Biofilm formation in microplates was quantified by crystal violet staining according to a Table 1 Pathogenicity of wild and starved ¥ mimicus in M. nipponense< starved V. mimicus still
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Figure 2 Survival, growth curves, morphological and motility changes of Changes under starvation.
V. mimicus cells after starvation.
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